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SEQUENCE LISTING 
<110> CANON KABUSHIKI KAISHA. et al. 

<120>Kit for iDiDobilizing organic substance, organic substance-lnnobi I ized structure, 
and manufacturing nethods therefor 

<130> 1000255619001 

<150> JP2004-016858 
<151> 2004-01-26 

<160> 181 

<170> MS-WORD 

<210> 1 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 

<400> 1 

Val Tyr Ala Asn Gin Thr Pro Pro Ser Lys Ala Arg 
1 5 10 

<210> 2 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 

<400> 2 

Gin Ser Ser lie Thr Thr Arg Asn Pro Phe Met Thr 
1 S 10 

<210> 3 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 

<400> 3 

Phe Met Asn His His Pro Asn Ser Gin Gin Tyr His 

1.5 10 



<210> 4 
<211> 12 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisic membrane-binding peptide 

<400> 4 

Gin Tyr Thr Ser Ser Giy lie lie Tlir Ser Ser Ala 

1 5 10 

<210> 5 

<211> 12 

•<2J2> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisl( membrane-binding peptide 

<400> 5 

His His His Pro Glu Asn Leu Asp Ser TItr Phe Gin 

1 5 10 

<210> 6 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 

<400> 6 

Gin Pro His Met His Arg Ser Ser His Gin Asp Giy 

1 5 10 

<210> 7 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 

<400> 7 

Asn Tlir Tlir Met Giy Pro Met Ser Pro His Ser Gin 

1 5 10 

<210> 8 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 
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<400> 8 . 

Ala Ala His Phe Glu Pro Gin Thr Net Pro Uet lie 
1 5 10 

<210> 9 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk nenibrane-blncling peptide 

•<400> 9 

Asp His Gin Leu His Arg Pro Pro His Uet Uet Arg 

1 S 10 

<210> 10 

<211> 12 

<212> PRT . 

<213> Artificial Sequence 
<220> 

<223> anodlsl( membrane-binding peptide 

<400> 10 

Val Ser Arg His Gin Ser Trp His Pro His Asp Leu 
1 5 10 

<210> 11 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anod.isk membrane-binding peptide 
<400> 1 1 

Met Met Gin Arg Asp His His Gin His Asn Ala Gin 
15 10 

<210> 12 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 

<400> 12 

Val Thr Leu His Thr Val Asp His Ala Pro Gin Asp 

1 5 10 



<210> 13 
<211> 12 
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<212> PRT 

<2I3> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 
<400> 13 

Ser Val Ser Val Gly Met Lys Pro Ser Pro Arg Pro 
1 5 . 10 

<2I0> 14 

<2n> 12 

■<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 

<400> 14 . 

His Leu Gin Ser Met Lys Pro Arg Thr His Val Leu 

1 S 10 

<210> 15 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk menbrane-binding peptide 

<400> 15 

Me Pro Asn Ala Glu Thr Leu Arg Gin Pro Ala Arg 
' 5 10 

<210> 16 - 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 

<400> 16 

Val Gly Val lie Ser Ser Trp His Pro His Asp Leu 

1 5 10 

<210> 17 
<211> 12 
<2t2> PRT 

<2I3> Artificial Sequence 
<220> . 

<223> anodisk membrane-binding peptide 
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<400> 17 

Thr Val Pro He Tyr Asn Thr Gly lie Leu Pro Thr 

1.5 10 

<210> 18 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk meinbrane-binding peptide 

<400> 18 

Tyr Thr Uet His His Gly Ser Thr Phe Met Arg Arg 

1 5 10 

<210> 19 

<211> 12 

<212> PRT. 

<2t3> Artificial Sequence 

<220> 

<223> anodisk oeoibrane-binding peptide 

<400> 19 

Ser Uet Met His Val Asn lie Arg Leu Gly Me Leu 

1 5 10 

<210> 20 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 

<400> 20 

Ala Pro Met His His Uet Lys Ser Leu Tyr Arg Ala 

1 5 10 

<210> 21 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 

<400> 21 

Met Met Gin Arg Asp His His Gin His Met Arg Arg 

1 5 10 



<210> 22 
<2n> 1.2 
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<212> PRT 

<213>. Artificial Sequence 
<220> 

<223> anodisl( Dembrane-binding peptide 

<400> 22 

Met Lys Tlir His His Glir Asn Asn Ala Val Phe Leu 

' 5 . 10 

<210> 23 

<2n> 12 

•<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 

<4D0> 23 . 

Leu Glu Pro Leu Pro His Thr Pro Arg Met Tyr Ala 
1 5 10 

<210> 24 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> . 

<223> anodisk membrane-binding peptide 
<400> 24 

Gin Leu Tyr Glu Pro Asp Ser Gly Pro Trp Ala Pro 
1 S 10 

<210> 25 - 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 

<400> 25 

Trp. Met Thr Lys Met Pro Thr Thr His Thr Arg Tyr 

1 .5 10 

<210> 26 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> . 

<223> anodisk membrane-binding peptide 
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<400> 26 

His His Pro Uet Tyr Ser Het Thr Arg Ala Leu Pro 
1 & 10 

<210> 27 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk oenbrane-binding peptide 

<400> 27 

Gly Ser Ala His Ser Arg Asn Asp Ala Ala Pro Val 

1 5 10 

<210> 28 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk oeabrane-binding peptide 

<400> 28 

His Ser Pro Leu Uet Gin Tyr His Met Ser Gly Titr 

1 5 10 

<210> 29 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 

<400> 29 

Thr Ala His Met Tiir Met Pro Ser Arg Phe Leu Pro 

1 5 10 

<210> 30 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 

<400> 30 

Ala Cys Pro Pro Tlir Gin Ser Arg Tyr Cys 

1 5 10 



<210> 31 
<211> 10 
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<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 
<400> 31 

Ala Cys Asn Gly Met Leu Ala Phe Gin Cys 

1 5 . 

<210> 32 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisic membrane-binding peptide 

<400> 32 

Ala Cys Thr Pro Lys Pro Gly Lys His Cys 
1 5 10 

<210> 33 
<211> 1680 
<212> DNA 

<213> Pseudoraonas cichorii YN2 ; PERM BP-7375 
<400> 33 

atgagtaaca agagtaacga tgagttgaag tatcaagcct ctgaaaacac 
aatcctgtcg ttgggctgcg tggaaaggat ctactggctt ctgctcgaat 
caggccatca agcaaccggt gcacagcgtc aaacatgtcg cgcactttgg 
aagaacgtac-tgctgggtaa atccgggctg caaccgacca gcgatgaccg 
gatccggcct ggagccagaa cccgctctat aaacgttatt tgcaaaccta 
cgcaaggaac tccacgactg gatcgatgaa agtaacctcg cccccaagga 
gggcacttcg tgatcaacct catgaccgaa gccatggcgc cgaccaacac 
ccggcggcag tcaaacgctt tttcgaaacc ggtggcaaaa gcctgctcga 
cacctggcca aggatctggt acacaacggc ggcatgccga gccaggtcaa 
ttcgaggtcg gcaagagcct gggcgtgacc gaaggcgcgg tggtgtttcg 
ctggaactga tccagtacaa gccgaccacc gagcaggtat acgaacgccc 
gtgccgccgc agatcaacaa gttctacgtt ttcgacctga gcccggacaa 
cggttctgcc tgcgcaacaa cgtgcaaacg ttcatcgtca gctggcgaaa 



PCT/JP2005/001316 



cttggggctt 
ggtgcttagg 
tcttgaactc 
tcgcttcgcc 
cctggcgtgg 
tgtggcgcgt 
cgcggccaac 
cggcctctcg 
catgggtgca 
caacgatgtg 
gctgctggtg 
gagcctggcg 
tcccaccaag 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
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gaacagcgag 


agtggggcct 


gtcgacctac atcgaagccc 


tcaaggaagc ggttgatgtc 


840 


gttaccgcga 


tcaccggcag 


caaagacgtg aacatgctcg 


gcgcctgctc cggcggcatc 


900 


acttgcaccg 


cgctgctggg 


ccattacgcg gcgattggcg 


aaaacaaggt caacgccctg 


960 


accttgctgg 


tgagcgtgct 


tgataccacc ctcgacagcg 


atgttgccct gttcgtcaat 


1020 


gaacagaccc 


ttgaagccgc 


caagcgccac tcgtaccagg 


ccggcgtact ggaaggccgc 


1080 


gacatggcga 


aggtcttcgc 


ctggatgcgc cccaacgatc 


tgatctggaa ctactgggtc 


1140 


aacaattacc 


tgctaggcaa 


cgaaccgccg gtgttcgaca 


tcctgttctg gaacaacgac 


1200 


accacacggt 


tgcccgcggc 


gttccacggc gacctgatcg 


aactgttcaa aaataaccca 


1260 


ctgattcgcc 


cgaatgcact 


ggaagtgtgc ggcaccccca 


tcgacctcaa gcaggtgacg 


1320 


gccgacatct 


tttccctggc 


cggcaccaac gaccacatca 


ccccgtggaa gtccjtgctac 


1380 


aagtcggcgc 


aactgtttgg 


cggcaacgtt gaattcgtgc 


tgtcgagcag cgggcatatc . 


1440 


cagagcaicc 


igaacccgcc 


gggcaatccg aaatcgcgct 


acatgaccag caccgaagtg 


1500 


gcggaaaatg 


ccgatgaatg 


gcaagcgaat gccaccaagc 


ataccgattc ctggtggctg 


1560 


cactggcagg 


cctggcaggc 


ccaacgctcg ggcgagctga 


aaaagtcccc gacaaaactg 


1620 


ggcagcaagg 


cgtatccggc 


aggtgaagcg gcgccaggca 


cgtacgtgca cgaacggtaa 


1680 



<210> 34 
<211> 1683 
<212> DNA 

<213> PseudoRionas cichorii YN2 ; PERM BP-7375 
<400> 34 

atgcgcgata aacctgcgag ggagtcacta cccacccccg ccaagttcat caacgcacaa 60 
agtgcgatta ccggcctgcg tggccgggat ctggtttcga ctttgcgcag tgtcgccgcc 120 
catggcctgc gccaccccgt gcacaccgcg cgacacgcct tgaaactggg tggtcaactg 180 
ggacgcgtgt tgctgggcga caccctgcat cccaccaacc cgcaagaccg tcgcttcgac 240 
gatccggcgt ggagtctcaa tcccttttat cgtcgcagcc tgcaggcgta cctgagctgg 300 
cagaagcagg tcaagagctg gatcgacgaa agcaacatga gcccggatga ccgcgcccgt 360 
gcgcacttcg cgttcgccct gctcaacgat gccgtgtcgc cgtccaacag cctgctcaat 420 
ccgctggcga tcaaggaaat cttcaactcc ggcggcaaca gcctggtgcg cgggatcggc 480 
catctggtcg atgacctctt gcacaacgat ggcttgcccc ggcaagtcac caggcatgca 540 
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ttcgaggttg gcaagaccgt cgccaccacc accggcgccg tggtgtttcg caacgagctg 600 

'ctggagctga tccaatacaa gccgatgagc gaaaagcagt attccaaacc gctgctggtg 660 

gtgccgccac agatcaacaa gtactacatt tttgacctca gcccccataa cagcttcgtc 720 

cagttcgcgc tcaagaacgg cctgcaaacc ttcgtcatca gctggcgcaa tccggatgta 780 

cgtcaccgcg aatggggcct gtcgacctac gtcgaagcgg tggaagaagc catgaatgtc 840 

tgccgggcaa tcaccggcgc gcgcgaggtc aacctgatgg gcgcctgcgc tggcgggctg 900 

accattgctg ccctgcaggg ccacttgcaa gccaagcgac agctgcgccg cgtctccagc 960 

gcgacgtacc tggtgagcct gctcgacagc caactggaca gcccggccac actcttcgcc 1020 

gacgaacaga ccctggaggc ggccaagcgc cgctcctacc agaaaggtgt gctggaaggc 1080 

cgcgacatgg ccaaggtttt cgcctggatg cgccccaacg atttgatctg gagctacttc 1140 
gtcaacaatt acctgatggg caaggagccg ccggcgttcg acattctcta ctggaacaat . 1200 

gacaacacac gcctgccggc cgccctgcat ggtgacttgc tggacttctt caagcacaac 1260 

ccgctgagcc atccgggtgg cctggaagtg tgcggcaccc cgatcgactt gcaaaaggtc 1320 

accgtcgaca gtttcagcgt ggccggcatc aacgatcaca tcacgccgtg ggacgcggtg 1380 

tatcgctcaa ccctgttgct cggtggcgag cgtcgctttg tcctggccaa cagcggtcat 1440 

gtgcagagca ttctcaaccc gccgaacaat ccgaaagcca actacctcga aggtgcaaaa 1500 

ctaagcagcg accccagggc ctggtactac gacgccaagc ccgtcgacgg tagctggtgg 1560 

acgcaatggc tgggctggat tcaggagcgc tcgggcgcgc aaaaagaaac ccacatggcc 1620 

ctcggcaatc agaattatcc accgatggag gcggcgcccg ggacttacgt gcgcgtgcgc 1680 

tga 1683 

<210> 35 
<211> 559 
<212> PRT 

<213> Pseudomonas c ichor i i YN2 ; PERM BP-7375 
<400> 35 

Met Ser Asn Lys Ser Asn Asp Glu Leu Lys Tyr Gin Ala Ser Glu Asn 
15 10 15 

Thr Leu Gly Leu Asn Pro Val Val Gly Leu Arg Gly Lys Asp Leu Leu 
20 25 30 

Ala Ser Ala Arg Met Val Leu Arg Gin Ala lie Lys Gin Pro Val His 
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Ser Val Lys His Val Ala His Phe Gly Leu Glu Leu Lys Asn Val Leu 
50 55 60 

Leu Gly Lys Ser Gly Leu Gin Pro Thr Ser Asp Asp Arg Arg Phe Ala 
65 70 75 80 

Asp Pro Ala Trp Ser Gin Asn Pro Leu Tyr Lys Arg Tyr Leu Gin Thr 
85 90 95 

Tyr Leu Ala Trp Arg Lys Glu Leu His Asp Trp Me Asp Giu Ser Asn 
100 105 110 

Leu Ala Pro Lys Asp Val Ala Arg Gly His Phe Val lie Asn Leu Met 
115 120 125 

Thr Glu Ala Met Ala Pro Thr Asn Thr Ala Ala Asn Pro Ala Ala Val 
130 135 140 

Lys Arg Phe Phe Glu Thr Gly Gly Lys Ser Leu Leu Asp Gly Leu Ser 
145 150 155 160 

His Leu Ala Lys Asp Leu Val His Asn Gly Gly Met Pro Ser Gin Val 
165 170 175 

Asn Met Gly Ala Phe Glu Val Gly Lys Ser Leu Gly Val Thr Glu Gly 
180 185 190 

Ala Val Val Phe Arg Asn Asp Val Leu Glu Leu lie Gin Tyr Lys Pro 
195 200 205 

Thr Thr Glu Gin Val Tyr Glu Arg Pro Leu Leu Val Val Pro Pro Gin 
210 215 220 

lie Asn Lys Phe Tyr Val Phe Asp Leu Ser Pro Asp Lys Ser Leu Ala 
225 230 235 240 

Arg Phe Cys Leu Arg Asn Asn Val Gin Thr Phe lie Val Ser Trp Arg 
245 250 255 

Asn Pro Thr Lys Glu Glq Arg Glu Trp Gly Leu Ser Thr Tyr lie Glu 
260 265 270 

Ala Leu Lys Glu Ala Val Asp Val Val Thr Ala lie Thr Gly Ser Lys 
275 280 285 

Asp Val Asn Met Leu Gly Ala Cys Ser Gly Gly lie Thr Cys Thr Ala 
290 295 300 

Leu Leu Gly His Tyr Ala Ala lie Gly Glu Asn Lys Val Asn Ala Leu 
305 310 315 320 



Thr Leu Leu Val Ser Val Leu Asp Thr Thr Leu Asp Ser Asp Val Ala 
325 330 335 
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Leu Phe Val Asn Glu Gin Thr Leu Glu Ala Ala Lys Arg His Ser Tyr 
340 345 350 

Gin Ala Gly Val Leu Glu Gly Arg Asp Uet Ala Lys Val Phe Ala Trp 
355 360 365 

Met Arg Pro Asn Asp Leu lie Trp Asn Tyr Trp Val Asn Asn Tyr Leu 
370 375 380 

Leu Gly Asn Glu Pro Pro Val Phe Asp lie Leu Phe Trp Asn Asn Asp 
385 390 395 400 

Thr Thr Arg Leu Pro Ala Ala Phe His Gly Asp Leu lie Glu Leu Phe 
405 410 415 

Lys Asn Asn Pro Leu lie Arg Pro Asn Ala Leu Glu Val Cys Gly Thr 
420 425 430 

Pro lie Asp Leu Lys Gin Val Thr Ala Asp lie Phe Ser Leu Ala Gly 
435 440 445 

Thr Asn Asp His lie Thr Pro Trp Lys Ser Cys Tyr Lys Ser Ala Gin 
450 455 460 

Leu Phe Gly Gly Asn Val Glu Phe Val Leu Ser Ser Ser Gly His lie 
465 470 475 480 

Gin Ser lie Leu Asn Pro Pro Gly Asn Pro Lys Ser Arg Tyr Met Thr 
485 490 495 

Ser Thr Glu Val Ala Glu Asn Ala Asp Glu Trp Gin Ala Asn Ala Thr 
500 505 510 

<210> 36 , 
<211> 560 
<212> PRT 

<213> Pseudornonas cichorii YN2 ; PERM BP-7375 
<400> 36 

Uet Arg Asp Lys Pro Ala Arg Glu Ser Leu Pro Thr Pro Ala Lys Phe 
15 10 15 

lie Asn Ala Gin Ser Ala lie Thr Gly Leu Arg Gly Arg Asp Leu Val 
20 25 30 

Ser Thr Leu Arg Ser Val Ala Ala His Gly Leu Arg His Pro Val His 
35 40 45 

Thr Ala Arg His Ala Leu Lys Leu Gly Gly Gin Leu Gly Arg Val Leu 
50 55 60 

Leu Gly Asp Thr Leu His Pro Thr Asn Pro Gin Asp Arg Arg Phe Asp 
65 70 75 80 
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Asp Pro Ala Trp Ser Leu Asn Pro Phe Tyr Arg Are Ser Leu Gin Ala 
85 90 95 

Tyr Leu Ser Trp Gin Lys Gin Val Lys Ser Trp Me Asp Giu Ser Asn 
'00 105 110 

Met Ser Pro Asp Asp Arg Ala Arg Ala His Plie Ala Phe Ala Leu Leu 
lis 120 125 

Asn Asp Ala Val Ser Pro Ser Asn Ser Leu Leu Asn Pro Leu Ala lie 
130 135 ,4Q 

Lys Glu lie Phe Asn Ser Gly Gly Asn Ser Leu Val Arg Gly lie Gly 
'45 ISO 155 160 

His Leu Val Asp Asp Leu Leu His Asn Asp Gly Leu Pro Arg Gin Val 
'65 170 175 

Thr Arg His Ala Phe Glu Val Gly Lys Thr Val Ala Thr Thr Thr Gly 
180 185 190 

Ala Val Val Phe Arg Asn Glu Leu Leu Glu Leu lie Gin Tyr Lys Pro 
195 200 205 

Met Ser Glu Lys Gin Tyr Ser Lys Pro Leu Leu Val Val Pro Pro Gin 
210 215 220 

lie Asn Lys Tyr Tyr lie Phe Asp Leu Ser Pro His Asn Ser Phe Val 
225 230 235 240 

Gin Phe Ala Leu Lys Asn Gly Leu Gin Thr Phe Val lie Ser Trp Arg 
245 250 255 

Asn Pro Asp Val Arg His Arg Giu Trp Gly Leu Ser Thr Tyr Val Glu 
260 265 270 

Ala Val Glu Glu Ala Met Asn Val Cys Arg Ala lie Thr Gly Ala Arg 
275 280 285 

Glu Val Asn Leu Met Gly Ala Cys Ala Gly Gly Leu Thr lie Ala Ala 
290 295 300 

Leu Gin Gly His Leu Gin Ala Lys Arg Gin Leu Arg Arg Val Ser Ser 
305 310 315 320 

Ala Thr Tyr Leu Val Ser Leu Leu Asp Ser Gin Leu Asp Ser Pro Ala 
325 330 335 

Thr Leu Phe Ala Asp Glu Gin Thr Leu Glu Ala Ala Lys Arg Arg Ser 
340 345 350 

Tyr Gin Lys Gly Val Leu Glu Gly Arg Asp Met Ala Lys Val Phe Ala 
355 380 365 
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Trp Met Arg Pro Asn Asp Leu Me Trp Ser Tyr Phe Val Asn Asn Tyr 
370 375 380 

Leu Met Gly Lys Glu Pro Pro Ala Phe Asp Me Leu Tyr Trp Asn Asn 
385 390 395 400 

Asp Asn Thr Arg Leu Pro Ala Ala Leu His Gly Asp Leu Leu Asp Phe 
405 410 415 

Phe Lys His Asn Pro Leu Ser His Pro Gly Gly Leu Glu Val Cys Gly 
420 425 430 

Thr Pro Me Asp Leu Gin Lys Val Thr Val Asp Ser Phe Ser Val Ala 
435 440 445 

Gly Me Asn Asp His lie Thr Pro Trp Asp Ala Val Tyr Arg Ser Thr 
450 455 460 

Leu Leu Leu Gly Gly Glu Arg Arg Phe Val Leu Ala Asn Ser Gly His 
465 470 475 480 

Val Gin Ser Me Leu Asn Pro Pro Asn Asn Pro Lys Ala Asn Tyr Leu 
485 490 495 

Glu Gly Ala Lys Leu Ser Ser Asp Pro Arg Ala Trp Tyr Tyr Asp Ala 
500 505 510 

Lys Pro Val Asp Gly Ser Trp Trp Thr Gin Trp Leu Gly Trp Me Gin 
515 520 525 

Glu Arg Ser Gly Ala Gin Lys Glu Thr His Met Ala Leu Gly Asn Gin 
530 535 540 

Asn Tyr Pro Pro Met Glu Ala Ala Pro Gly Thr Tyr Val Arg Val Arg 
545 550 555 560 

Lys His Thr Asp Ser Trp Trp Leu His Trp Gin Ala Trp Gin Ala Gin 
515 520 525 

Arg Ser Gly Glu Leu Lys Lys Ser Pro Thr Lys Leu Gly Ser Lys Ala 
530 535 540 

Tyr Pro Ala Gly Glu Ala Ala Pro Gly Thr Tyr Val His Glu Arg 
545 550 555 

<210> 37 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 



wo 2005/071414 



15/47 



PCT/JP2005/001316 



<400> 37 

tgctgeaact gatccagtac -20 



<2I0> 38 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR oultiplication 

<400> 38 

gggttgagga tgctctggat gtg 23 

<210> 39 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Priner for PCR multipl ication 

<400> 39 

cgagcaagct tgctcctaca ggtgaaggc 29 

<210> 40 

<211> 29 

<2J2> DNA 

<213> Artificial Sequence 
<220> 

<223> Priner for PCR nultiplication 

<400> 40 ■ 

gtattaagct tgaagacgaa ggagtgttg 29 

<210> 41 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 

<400> 41 

ggaccaagct tctcgtctca gggcaatgg 29 

<210> 42 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Primer for PGR multiplication 
<400> 42 

catccaagct tcttatgatc gggtcatgcc 30 

<210> 43 

<2n> 45 

<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 

<400> 43 

agtggatcct ccgagctcag taacaagagt aacgatgagt tgaag 45 

<210> 44 

<211> 45 

<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 

<400> 44 

atactcgaga ctactagtcc gttcgtgcac gtacgtgcct ggcgc 45 

<210> 45 

<211> 45 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 

<400> 45 

atactcgaga ctactagtgc gcacgcgcac gtaagtcccg ggcgc 45 

<210> 46 

<2n> 45 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR mult ipi feat ion 

<400> 46 

agtggatcct ccgagctccg cgataaacct gcgagggagt cacta 45 

<210> 47 

<211> 58 

<212> DNA 

<213> Artificial Sequence 



wo 2005/071414 



17/47 



PCT/JP2005/001316 



<220> 

<223> Coding chain for peptide of SEQ ID:1 
<400> 47 

GATCCGTTTA TGCGAATCAG ACTCCGCCTT CTAAGGCGCG GGGTGGAGGT TCGGAGCT 58 

<210> 48 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Compl inentary chain for ssDNA of SEQ ID:1 

<400> 48 

CCGAACCTCC ACCCCGCGCC TTAGAAGGCG GAGTCT6ATT CGCATAAACG 50 

<210> 49 

<211> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ iD:2 

<400> 49 

GATCCCAGTC TTCGATTACG ACTCGGAATC CTTTTATGAC TGGTGGAGGT TCGGAGCT 58 

<210> 50 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Compi inentary chain for ssDNA of SEQ ID:2 

<400> 50 

CCGAACCTCC ACCAGTCATA AAAGGATTCC GAGTCGTAAT CGAAGACTGG SO 

<210> 51 

<2n> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ ID:3 

<400> 51 

GATCCTTTAT GAATCATCAT CCGAATTCGC AGCAGTATCA TGGTGGAGGT TCGGAGCT 58 

<210> 52 
<211> 50 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Complimentary chain for ssDNA of SEQ ID:3 

<400> 52 

CCGAACCTCC ACCATGATAC TGCTGCGAAT TCGGATGATG ATTCATAAAG 50 

<210> 53 

<211> 58 

<212> ONA 

<213> Artificial Sequence 
<220> 

<223> Coding chain. for peptide of SEQ ID:4 

<400> 53 

GATCCCAGTA TACGTCGTCG GGTATTATTA CGTCGTCTGC TGGTGGAGGT TC6GAGCT 58 

<210> 54 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Complimentary chain for ssDNA of SEQ iD:4 

<400> 54 

CCGAACCTCC ACCAGCAGAC GACGTAATAA TACCCGACGA CGTATACTGG . 50 

<210> 55 

<211> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ ID:5 

<400> 55 

GATCCCAGCC GCATATGCAT CGGAGTTCTC ATCAGGATGG GGGTGGAGGT TCGGAGCT 58 

<210> 56 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> CompI inentary chain for ssDNA of SEQ ID:5 

<400> 56 

CCGAACCTCC ACCCCCATCC TGATGAGAAC TCCGATGCAT ATGCGGCTGG 50 

<210> 57 

<211> 58 
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<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ ID:6 
<400> 57 

GATCCAATAC TACTATGGGG CCGATGAGTC CTCATAGTCA GGGTGGAGGT TCGGAGCT 58 

<210> 58 

<211> 50 

.<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Compl inentary cliain for ssDNA of SEQ ID:6 

<400> 58 

CCGAACCTCC ACCCTGACTA TGAGGACTCA TCGGCCCCAT AGTAGTAHG 5.0 

<210> 59 

<211> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding ciiain for peptide of SEQ ID:7 

<400> 59 

GATCCCATCA TCATCCGGAG AATTT6GATT CTACTTTTCA GGGTGGAGGT TCGGAGCT 58 

<210> 60 

<211> 50 

<212> ONA 

<213> Artificial Sequence 
<22Q> 

<223> Compl inentary chain for ssDNA of SEQ ID:7 

<400> 60 

CCGAACCTCC ACCCTGAAAA GTAGAATCCA AATTCTCCGG ATGATGATGG 50 

<210> 61 

<211> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ ID:8 

<400> 61 

GATCCGCTGC TCATTTTGAG CCTCAGACTA TGCCTATGAT TGGTGGAGGT TCGGAGCT 58 

<210> 62 
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<211> 50 
<212> DMA 
' - <2I3> ArtifiQial Sequence 

<220> 

<223> Complimentary chain for ssDMA of SEQ ID:8 
<400> 62 

CCGAACCTCC ACCAATCATA GGCATAGTCT GAGGCTCAAA ATGAGCAGCG SO 

<210> 63 

• <2n> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ 10:9 

<400> 63 

GATCCGATCA TCAGCTTCAT CGTCCTCCGC ATATGATGAG 6GGTGGAGGT TCGGAGCT 58 

<210> 64 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Complimentary chain for ssDNA of SEQ ID:9 

<400> 64 

CCGAACCTCC ACCCCTCATC ATATGCGGAG GACGATGAAG CTGATGATCG SO 

<210> 65 

<21l> 58 

<212> DNA- 

<213> Artificial Sequence 

<220> 

<223> Coding chain for peptide of SEQ ID:10 

<40Q> 65 

GATCCGHTC GCGTCATCAG TCGTGGCATC CGCATGATCT TGGTGGAGGT TCGGAGCT 58 

<210> 66 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Compi imentary chain for ssDNA of SEQ ID: 10 

<400> 66 

CCGAACCTCC ACCAAGATCA TGCGGATGCC ACGACTGATG ACGCGAAACG 50 
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<210> 67 

<2n> 58 . 
' <212> DMA 
<213> Artificial Sequence 

<220> 

<223> Coding chain for peptide of SEQ 10:11 
<400> 67 

GATCCATGAT GCAGAGGGAT CATCATGAGC ATAATGCGCA GGGTGGAGGT TCGGAGCT 58 

<210> 68 

<211> 50 

<2t2> DNA 

<213> Artificial Sequence 
<220> 

<223> Conpl itsentary chain for ssDNA of SEQ 10:11 

<400> 68 

CC6AACCTCC ACCCTGCGCA TTATGCTGAT GAT6ATCCCT CTGCATCATG 50 

<210> 69 

<211> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ 10:12 

<400> 69 

GATCCGTTAC TCTTCATACG GTGGATCATG CGCCGCAAGA TGGTGGAGGT TCGGAGCT 58 

<210> 70 

<211> 50 ■ 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> CoDipllnentai-y chain for ssDNA of SEQ 10:12 

<400> 70 

CCGAACCTCC ACCATCTTGC GGCGCATGAT CCACCGTATG AAGAGTAACG 50 

<210> 71 

<211> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ ID:13 

<400> 71 

GATCCTCTGT TTCTGTGGGT ATGAAGCCGA 6TCCTAGGCC TGGTGGAGGT TCGGAGCT 58 
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<210> 72 

•<211> 50 

<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Compl ioentary chain for ssONA of SEQ ID: 13 

<400> 72 

CCGAACCTCC ACCAGGCCTA GGACTCGGCT TCATACCCAC AGAAACAGAG 50 

"<210> 73 

<2n> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ ID:14 

<400> 73 

GATCCCATCT TCAGTCTATG AAGCCTCGTA CTCATGTGTT GGGTGGAGGT TCGGAGCT 58 

<210> 74 

<2n> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Conpiinentary chain for ssDIVA of SEQ ID: 14 

<400> 74 

CCGAACCTCC ACCCAACACA TGAGTACGAG GCTTCATAGA CTGAAGATGG 50 

<210> 75 - 

<211> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ ID:15 

<400> 75 

GATCCATTCC TAATGCTGAG ACTTTGC6TC AGCCTGCGCG TGGTGGAGGT TCGGAGCT 58 

<210> 76 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Compl inentary chain for ssDNA of SEQ ID: 15 

<400> 76 
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CCGAACCTCC ACCACGCGCA GGCTGACGCA AAGTCTCAGC ATTAGGAATG 50 

• • <210> 77 

<211> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ 10:16 

<400> 77 

. GATCCGTTCG CGTCATCAGT TCGTGGCATC CGCATGATCT TGGTG6AG6T TCGGAGCT 58 

<210> 78 

<211> 50 

<212> DM 

<213> Artificial Sequence 
<220> 

<223> CompI inentary chain for ssDNA of SEQ ID: 16 

<400> 78 

CCGAACCTCC ACCAAGATCA TGCGGATGCC ACGAACTGAT GACGCGAACG 50 

<210> 79 

<2n> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ ID:17 

<400> 79 

GATCCACGGT GCCGATTTAT AATACGGGGA TTTTGAGGAC GGGTGGAGGT TCGGAGCT $8 

<210> 80 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> CompI ifflentary chain for ssDNA of SEQ 10:17 

<400> 80 

CCGAACCTCC ACCCGTCCTC AAAATCCCCG TATTATAAAT CGGCACCGTG 50 

<210> 81 

<211> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ ID:18 
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<400> 8r 

GATCCTATAC TATGCATCAT GG(5TCGACGT TTATACGGCG GGGTGGAGGT TCGGAGCT 58 

<210> 82 

<211> SO 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Compl intent a ry chain for ssDNA of SEQ ID:18 

.<400> 82 

CCGAACCTCC ACCCCGCCCT ATAAACGTCG ACCCATGATG CATAGTATAG 50 

<210> 83 

<211> 58 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Coding chain for peptide of SEQ ID: 19 

<400> 83 

GATCCTCGAT GATGCATGTG AATATTCGTC TCGGGATTCT TGGTGGAGGT TCGGAGCT 58 

<210> 84 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Compl ioientary chain for ssDNA of SEQ ID:19 

<400> 84 

CCGAACCTCC -ACCAAGAATC CCGAGACGAA TATTCACATG CATCATCGAG SO 

<210> 85 

<211> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ ID:20 

<400> 85 

GATCCGCGCC GATGCATCAT ATGAAGAGTC TGTATCGGGC GGGTGGAGGT TCGGAGCT 58 

<210> 86 

<2n> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Complimentary chain for ssDNA of SEQ ID:20 
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<400> 86 

' ' CCGAACCTCC ACCCGCCCGA TAGAGACTCT TCATATGATG CATCGGCGCG SO 

<210> 87 

<211> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ ID:21 

<400> 87 

GATCCATGAT GCAGAGGGAT CATCATCAGC ATATGCGCAG GGGTGGAGGT TCGGAGCT 58 

<210> 88 

<2n> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Conpl ifflentary chain for ssDNA of SEQ 10:21 

<400> 88 

CCGAACCTCC ACCCCTGCGC ATATGCTGAT GATGATCCCT CTGCATCATG 50 

<210> 89 

<211> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ 10:22 

<400> 89 - 

GATCGATGAA GACTCATCAT GGTAATAATG CGGTGTTTCT GGGTGGAGGT TCGGAGCT 58 

<210> 90 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Conpl imentary chain for ssDNA of SEQ ID:22 

<400> 90 

CCGAACCTCC ACCCAGAAAC ACCGCATTAT TACCATGATG AGTCTTCATG 50 

<210> 91 

<211> 58 

<212> DNA 

<213>- Artificial Sequence 
<220> • 
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<223> Coding chain for peptide of SEQ ID:23 

' '<400> 91 

GATCCTTGGA GCCGCTTCCT CATACTCCTC GGATGTATGC GGGTGGAGGT TCGGAGCT 58 

<210> 92 

<2n> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

.<223> Complimentary chain for ssDNA of SEQ iD:23 

<400> 92 

CCGAACCTCC ACCCGCATAC ATCCGAGGAG TATGAGGAAG CGGCTCCAAG SO 

<210> 93 

<2n> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ 10:24 

<400> 93 

GATCCCAGCT GTATGAGCCT GATTCTGGGC CGTGGGCTCC GGGTGGAGGT TCGGAGCT 58 

<210> 94 

<211> SO 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Complimentary chain for ssDNA of SEQ ID:24 

<400> 94 

CCGAACCTCC ACCCGGAGCC CACGGCCCAG AATCAGGCTC ATACAGCTGG SO 

<210> 95 

<211> 58 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ 10:25 

<400> 95 

GATCCTGGAT GACTAAGATG CCTACTACGC ATACTAGGTA TGGTGGAGGT TCGGAGCT 58 

<210> 96 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Complimentary chain for ssONA of SEQ 10:25 
<400> 96 

CCGAACCTCC ACCATACCTA GTATGCGTAG TAGGCATCTT AGTCATCCAG 50 

<210> 97 

<211> 58 

<212> ONA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ 10:26 

<400> 97 

GATCCCATCA TCCTATGTAT TCTATGACTA GGGCGTTGCC TGGTGGAGGT TCG6AGCT 58 

<210> 98 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Complimentary chain for ssDNA of SEQ 10:26 

<400> 98 

CCGAACCTCC ACCAGGCAAC GCCCTAGTCA TAGAATACAT AGGATGATGG SO 

<210> 99 

<2n> 58 

<212> ONA 

<213> Artificial Sequence 
<220> 

<223> Codhng chain for peptide of SEQ 10:27 

<400> 99 

GATCCGGTAG TGCTCATTCT CGGAATGATG CTGCTCCTGT GGGTGGAGGT TCGGAGCT 58 

<210> 100 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Complimentary chain for ssDNA of SEQ 10:27 

<400> 100 

CCGAACCTCC ACCCACAGGA GCAGCATCAT TCCGAGAATG AGCACTACCG 50 

<210> 101- 

<211> 58 

<212> DNA 

<213> Artificial Sequence 
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<220> 

^ ' <223> Coding chain for peptide of SEQ ID:28 
<400> 101 

GATCCCATTC GCCmCATG CAGTATCATA TGTCGGGTAC GGGTGGAGGT TCGGAGCT 58 

<210> 102 

<211> 50 

<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Cooplinentary chain for ssONA of SEQ ID:28 

<400> 102 

CCGAACCTCC ACCCGTACCC GACATATGAT ACTGCATCAA AGGCGAATGG 50 

<210> 103 

<2I1> 58 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Coding chain for peptide of SEQ ID:29 

<40G> 103 

GATCCTATGC GCATATGACG ATGCCGTCTC GGTTTTTGCC GGGTGGAGGT TCGGAGCT 58 

<210> 104 

<2n> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Conpl imentary chain for ssDNA of SEQ ID:29 

<400> 104 

CCGAACCTCC ACCCGGCAAA AACCGAGACG GCATCGTCAT ATGCGCATAG SO 

<210> 105 

<2n> 52 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ 10:30 

<400> 105 

GATCCGCTTG TCCGCCTACG CAGTCTCGGT ATTGCGGTGG AGGTTCGGAG CT 52 

<210> 106 
<211> 44 
<212> DMA 
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<213> Artificial Sequence 
• <220> 

<223> Conpl ioentary cliain for ssDNA of SEQ ID:30 

<400> 106 

CCGAACCTCC ACCGCAATAC CGAGACTGCG TAGGCGGACA AGCG 44 

<210> 107 

<211> 52 

<2I2> DMA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ 10:31 

<400> 107 

GATCCGCTTG TAATGGCATG TTGGCCTTTC AGT6CGGTGG AGGTTCGGAG CT 52 

<210> 108 

<211> 44 

<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Conpl inentary chain for ssDNA of SEQ ID:31 

<400> 108 

CCGAACCTCC ACCGCACTGA AAGGCCAACA TGCCATTACA AGCG 44 

<210> 109 

<211> 52 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ ID:32 

<400> 109 

GATCCGCTTG TACGCCGAAG CCGGGCAAGC ATTGCGGTGG AGGTTCGGAG CT 52 

<210> 110 

<211> 44 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Complimentary chain for ssDNA of SEQ ID:32 

<400> 110 

CCGAACCTCC ACCGCAATGC TTGCCCGGCT TCGGCGTACA AGCG 44 

<210> 111 

<211> 972 
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<212> DNA. 

<213> Artificial Sequence 
<220> 

<223> HPR coding artificial sense-sequence 
<400> 1 1 1 

gtttatgcca accaaacccc accaagcaag gcgaggggtg gaggttcgca acttacccct 60 

accttctacg acaattcatg tcctaatgtc tctaacatcg tacgggatac tattgtcaat 120 

gagctaagat cagaccctcg tattgccgcg agcatccttc gtcttcactt ccacgactgc 180 

tttgttaatg gttgtgacgc atcgatcttg ttagacaaca caacatcatt tcgaacagag 240 

aaagatgcgt ttggaaacgc aaactcggca agaggatttc cagtgattga tagaatgaaa 300 

gccgcggtgg agagtgcatg cccaagaacc gtttcatgcg cagatttgct caccattgca 360 

gctcaacaat ctgtcacttt ggcgggaggt ccttcttgga gagttccttt gggcagaaga 420 

gatagcttac aagcatttct ggatcttgct aatgcaaatc ttccagctcc attcttcaca 480 

cttccacaac ttaaagacag ctttagaaat gttggcctca accgttcttc tgatctcgtt 540 

gcactgtccg ggggccacac atttggtaaa aatcagtgtc ggtttattat ggacagatta 600 

tacaacttca gcaacaccgg tttacccgat cctactctca acactactta tctccaaact 660 

cttcgtggac tatgtcccct caatggtaat ctaagcgctt tggtggattt tgatctacgt 720 

acgccaacga tttttgacaa caaatactat gtgaatctcg aagaggaaaa aggacttatc 780 

caaagcgacc aagagttgtt ctctagcccc aatgccactg acacaatccc tttggtgaga 840 

tcatttgcta atagcacaca aacattcttc aatgcatttg tggaggcgat ggataggatg 900 

ggaaacatta cacctcttac aggaactcaa ggacagatca ggttgaattg tagggtggtg 960 

aactccaact ct 972 

<210> 112 
<211> 120 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
<400> 112 

gtttatgcca accaaacccc accaagcaag gcgaggggtg gaggttcgca acttacccct 60 
accttctacg acaattcatg tcctaatgtc tctaacatcg tacgggatac tattgtcaat 120 
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<210> 113 

<211> 30 

* '<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer for PCR multiplication 

<400> 113 

gtttatgcca accaaacccc accaagcaag 30 

• <210> 114 

<211> 120 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 

<400> 114 

tgttgtctaa caagatcgat gcgtcacaac cattaacaaa gcagtcgtgg aagtgaagac .60 

gaaggatgct cgcggcaata cgagggtctg atcttagctc attgacaata gtatcccgta 120 

<210> 115 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 

<400> 115 

tgttgtctaa caagatcgat gcgtcacaac 30 

<210> 116 

<211> 120 

<212>. DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 

<400> 116 

atcgatcttg ttagacaaca caacatcatt tcgaacagag aaagatgcgt ttggaaacgc 60 

aaactcggca agaggatttc cagtgattga tagaatgaaa gccgcggtgg agagtgcatg 120 

<210> 117 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Primer for PGR multiplication 

• •<400> 117 

atcgatcttg ttagacaaca caacatcatt 30 

<210> 118 
<211> 120 
<212> ONA 

<213> Artificial Sequence 
<220> 

- <223> Primer for PGR nultipl ication 
<400> 118 

tcttctgccc aaaggaactc tccaagaagg acctcccgcc aaagtgacag attgttgagc 60 

tgcaatggtg agcaaatctg cgcatgaaac ggttcttggg catgcactct ccaccgcggc 120 

<210> 119 

<211> 30 

<212> ONA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 

<400> 119 

tcttctgccc aaaggaactc tccaagaagg 30 

<210> 120 
<211> 120 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 
<400> 120 

gagttccttt gggcagaaga gatagcttac aagcatttct ggatcttgct aatgcaaatc 60 

.ttccagctcc attcttcaca cttccacaac ttaaagacag ctttagaaat gttggcctca 120 

<210> 121 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 

<400> 121 

gagttccttt gggcagaaga gatagcttac 30 

<210> 122 
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<211> 120 
<212> DNA 

'<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 
<400> 122 

ccggtgttgc tgaagttgta taatctgtcc ataataaacc gacactgatt tttaccaas^t 60 
gtgtggcccc cggacagtgc aacgagatca gaagaacggt tgaggccaac atttctaaag 120 

<210> 123 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 

<400> 123 

ccggtgttgc tgaagttgta taatctgtcc 30 ' 

<210> 124 
<211> 120 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 
<400> 124 

tacaacttca gcaacaccgg tttacccgat cctactctca acactactta tctccaaact 60 

cttcgtggactatgtcccct caatggtaat ctaagcgctt tggtggattt tgatctacgt 120 

<210> 125 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 

<400> 125 

tacaacttca gcaacaccgg tttacccgat 30 

<210> 126 

<211> 120 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 



wo 2005/071414 



34/47 



PCT/JP2005/001316 



<400> 126 

' 'cagtggcatt ggggctaeag aacaactctt ggtcgctttg gataagtcct ttttcctctt 60 

cgagattcac atagtatttg ttgtcaaaaa tcgttggcgt acgtagatca aaatccacca 120 

<210> 127 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
• <220> 

<223> Primer for PCR multiplication 

<400> 127 

cagtggcatt ggggctagag aacaactctt 30 

<210> 128 
<211> 120 
<212> ONA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
<400> 128 

ctctagcccc aatgccactg acacaatccc tttggtgaga tcatttgcta atagcacaca 60 

aacattcttc aatgcatttg tggaggcgat ggataggatg ggaaacatta cacctcttac 120 

<210> 129 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 

<400> 129 

ctctagcccc aatgccactg acacaatccc 30 

<210> 130 
<211> 72 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
<400> 130 

agagttggag ttcaccaccc tacaattcaa cctgatctgt ccttgagttc ctgtaagagg 60 
tgtaatgttt cc 72 
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<210> 131 

<211> 34 

^ -<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer for PGR oiul tipllcation 
<400> 131 

agagttggag ttcaccaccc tacaattcaa 30 

• .<210> 132 
<211> 58 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 

<400> 132 

agtcggatcc gtttatgcga atcagactcc gccttctaag gcgcggggtg gaggttcg . 58 

<210> 133 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 

<400> 133 

aggcctcgag agagttggag ttcaccaccc taca 34 

<210> 134 
<211> 1695 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> GroEL coding artificial sense-sequence 
<400> 134 

gtttatgcga atcagactcc gccttctaag gcgcggggtg gaggttcgat ggcagctaaa 60 
gacgtaaaat tcggtaacga cgctcgtgtg aaaatgctgc gcggcgtaaa cgtactggca 120 

• gatgcagtga aagttaccct cggtccaaaa ggccgtaacg tagttctgga taaatctttc 180 
ggtgcaccga ccatcaccaa agatggtgtt tccgttgctc gtgaaatcga actggaagac 240 
aagttcgaaa atatgggtgc gcagatggtg aaagaagttg cctctaaagc aaacgacgct 300 
gcaggcgacg gtaccaccac tgcaaccgta ctggctcagg ctatcatcac tgaaggtctg 360 
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aaagctgttg ctgcgggcat gaacccgatg gacctgaaac gtggtatcga caaagcggtt 420 

accgctgcag ttgaagaact gaaagcgctg tccgtaccat gctctgactc taaagcgatt 480 

gctcaggttg gtaccatctc cgctaactcc gacgaaaccg taggtaaact gatcgctgaa 540 

gcgatggaca aagtcggtaa agaaggcgtt atcaccgttg aagacggtac cggtctgcag 600 

gacgaactgg acgtggttga aggtatgcag ttcgaccgtg gctacctgtc tccttacttc 660 

atcaacaagc cggaaactgg cgcagtagaa ctggaaagcc cgttcatcct gctggctgac 720 

aagaaaatct ccaacatccg cgaaatgctg ccggttctgg aagctgttgc caaagcaggc 780 

aaaccgctgc ttatcatcgc tgaagatgta gaaggcgaag cgctggcaac tgctgttgtt 840 

aacaccattc gtggcatcgt gaaagtcgct gcggttaaag caccgggctt cggcgatcgt 900 

cgtaaagcta* tgctgcagga tatcgcaacc ctgactggcg gtaccgtgat ctctgaagag 960 

atcggtatgg agctggaaaa agcaaccctg gaagacctgg gtcaggctaa acgtgttgtg .1020 

atcaacaaag acaccaccac tatcatcgat ggcgtgggtg aagaagctgc aatccagggc 1080 

cgtgttgctc agatccgtca gcagattgaa gaagcaactt ctgactacga ccgtgaaaaa 1140 

ctgcaggaac gcgtagcgaa actggcaggc ggcgttgcag ttatcaaagt gggtgctgct 1200 

accgaagttg aaatgaaaga gaaaaaagca cgcgttgaag atgccctgca cgcgacccgt 1260 

gctgcggtag aagaaggcgt ggttgctggt ggtggtgttg cgctgatccg cgtagcgtct 1320 

aaactggctg acctgcgtgg tcagaacgaa gaccagaacg tgggtatcaa agttgcactg 1380 

cgtgcaatgg aagctccgct gcgtcagatc gtattgaact gcggcgaaga accgtctgtt 1440 

gttgctaaca ccgttaaagg cggcgacggc aactacggtt acaacgcagc aaccgaagaa 1500 

tacggcaaca tgatcgacat gggtatcctg gacccaacca aagtaactcg ttctgctctg 1560 

cagtacgcag cttctgtggc tggcctgatg atcaccaccg aatgcatggt taccgacctg 1620 

ccgaaaaacg atgcagctga cttaggcgct gctggcggta tgggcggcat gggtggcatg 1680 

ggcggcatga tgtaa 1695 

<210> 135 

<211> 120 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR niui t ipl ication 
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<400> 135 

gtttatgcga atcagactcc gc'cttctaag gcgcggggtg gaggttcgat ggcagctaaa 60 

gacgtaaaat tcggtaacga cgctcgtgtg aaaatgctgc gcggcgtaaa cgtactggca 120 

<210> 136 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR nuiti plication 

<400> 136 

gtttatgcga atcagactcc gccttctaag 30 

<210> 137 
<211> 120 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer for PCR multiplication 
<400> 137 

gagcaacgga aacaccatct ttggtgatgg tcggtgcacc gaaagattta tccagaacta 60 

cgttacggcc ttttggaccg agggtaactt tcactgcatc tgccagtacg tttacgccgc 120 

<210> 138 

<211> 30 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer for PCR multiplication 

<400> 138 

gagcaacgga aacaccatct ttggtgatgg 30 

<210> 139 
<211> 120 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
<400> 139 

agatggtgtt tccgttgctc gtgaaatcga actggaagac aagttcgaaa atatgggtgc 60 
gcagatggtg aaagaagttg cctctaaagc aaacgacgct gcaggcgacg gtaccaccac 120 
<210> 140 
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<211> 30 
<212> DNA 
' <213> Artificial Sequence 

<220> 

<223> Primer for PCR multiplication 
<400> 140 

agatggtgtt tccgttgctc gtgaaatcga 30 

<210> 141 
<211> 120 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
<400> 141 

aaccgctttg tcgataccac gtttcaggtc catcgggttc atgcccgcag caacagcttt 60 
cagaccttca gtgatgatag cctgagccag tacggttgca gtggtggtac cgtcgcctgc 120 

<210> 142 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 

<400> 142 

aaccgctttg tcgataccac gtttcaggtc 30 

<210> 143- 
<211> 120 . 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
<400> 143 

gtggtatcga caaagcggtt accgctgcag ttgaagaact gaaagcgctg tccgtaccat 60 
gctctgactc taaagcgatt gctcaggftg gtaccatctc cgctaactcc gacgaaaccg 120 

<2I0> 144 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
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<400> 144 

' ' gtggtatcga caaagcggtt accgctgcag 30 

<210> 145 
<2n> 120 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
<400> 145 

tcaaccacgt ccagttcgtc ctgcagaccg gtaccgtctt caacggtgat aacgccttct 60 

ttaccgactt tgtccatcgc ttcagcgatc agtttaccta cggtttcgtc ggagttagcg 120 

<210> 146 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 

<400> 146 

tcaaccacgt ccagttcgtc ctgcagaccg 30 

<210> 147 
<211> 120 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
<400> 147 

gacgaactgg acgtggttga aggtatgcag ttcgaccgtg gctacctgtc tccttacttc 60 

atcaacaagc cggaaactgg cgcagtagaa ctggaaagcc cgttcatcct gctggctgac 120 

<210> 148 

<211> 30 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer for PCR multiplication 

<400> 148 

gacgaactgg acgtggttga aggtatgcag 30 

<210> 149 
<211> 120 
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<212> DMA 

<2t3> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 
<400> 149 

cttcgccttc tacatcttca gcgatgataa gcagcggttt gcctgctttg gcaacagctt 60 

ccagaaccgg cagcatttcg cggatgttgg agattttctt gtcagccagc aggatgaacg 120 

<210> 150 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 

<400> 150 

cttcgccttc tacatcttca gcgatgataa. 30 

<210> 151 
<211> 120 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 
<400> 151 

tgaagatgta gaaggcgaag cgctggcaac tgctgttgtt aacaccattc gtggcatcgt 60 
gaaagtcgct gcggttaaag caccgggctt cggcgatcgt cgtaaagcta tgctgcagga 120 

<210> 152 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 

<400> 152 

tgaagatgta gaaggcgaag cgctggcaac 30 

<210> 153 

<211> 120 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 
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<400> 153 

cacaacacgt ttagcctgac ccaggtcttc cagggttgct ttttccagct ccataccgat 60 

ctcttcagag atcacggtac cgccagtcag ggttgcgata tcctgcagca tagctttacg 120 

<210> 154 

<211> 30 

<212> DMA 

<213> Artificial Sequence 
<220>. 

<223> Primer for PCR multiplication 

<400> 154 

cacaacacgt ttagcctgac ccaggtcttc 30 

<210> 155 
<211> 120 
<212> DNA- 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
<400> 155 

gtcaggctaa acgtgttgtg atcaacaaag acaccaccac tatcatcgat ggcgtgggtg 60 
aagaagctgc aatccagggc cgtgttgctc agatccgtca gcagattgaa gaagcaactt 120 

<210> 156 

<211> 30 

<212> DI4A 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 

<400> 156 

gtcaggctaa acgtgttgtg atcaacaaag 30 

<210> 157 
<211> 120 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
<400> 1 57 

tctttcattt caacttcggt agcagcaccc actttgataa ctgcaacgcc gcctgccagt 60 
ttcgctacgc gttcctgcag tttttcacgg tcgtagtcag aagttgcttc ttcaatctgc 120 
<210> 158 
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<211> 30 
<212> DNA 
' <213> Artificial Sequence 

<220> 

<223> Prioer for PCR fflul tip! ication 
<400> 158 

tctttcattt caacttcggt agcagcaccc 30 

<210> 159 

, <211> 120 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
<400> 159 

accgaagttg aaatgaaaga gaaaaaagca cgcgttgaag atgccctgca cgcgacccgt 60 
gctgcggtag aagaaggcgt ggttgctggt ggtggtgttg cgctgatccg cgtagcgtct 120 

<210> 160 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 

<400> 160 

accgaagttg aaatgaaaga gaaaaaagca 30 

<210> 161- 
<211> 120 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
<400> 161 

agttcaatac gatctgacgc agcggagctt ccattgcacg cagtgcaact ttgataccca 60 
cgttctggtc ttcgttctga ccacgcaggt cagccagttt agacgctacg cggatcagcg 120 

<210> 162 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
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<400> 162 

agttcaatac gatctgacgc agcggagctt 30 

<210> 163 
<211> 120 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
<400> 163 

gcgtcagatc gtattgaact gcggcgaaga accgtctgtt gttgctaaca ccgttaaagg 60 
cggcgacggc aactacggtt acaacgcagc aaccgaagaa tacggcaaca tgatcgacat 120 

<210> 164 

<211> 30 

<212> ONA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 

<400> 164 

gcgtcagatc gtattgaact gcggcgaaga 30 

<210> 165 
<211> 120 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 
<400> 165 

caggtcggta accatgcatt cggtggtgat catcaggcca gccacagaag ctgcgtactg 60 
cagagcagaa cgagttactt tggttgggtc caggataccc atgtcgatca tgttgccgta 120 

<210> 166 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PCR multiplication 

<400> 166 

caggtcggta accatgcatt cggtggtgat 30 

<210> 167 - . • 

<211> 95 
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<212> ONA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 
<400> 167 

ttacatcatg ccgcccatgc cacccatgcc gcccataccg ccagcagcgc ctaagtcagc 60 

tgcatcgttt ttcggcaggt cggtaaccat gcatt 95 

• <210> 168 

"<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 

<400> 168 

aggcctcgag ttacatcatg ccgcccatgc 30 

<210> 169 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer for PGR multiplication 

<400> 169 

ttacatcatg ccgcccatgc cacccatgcc gcc 33 

<210> 170 

<211> 8 • 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> anodisk membrane-binding peptide 

<400> 170 

Tyr Ala Gin Thr Pro Pro Ser Arg 
1 5 

<210> 171 

<2n> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> ' anodis!< membrane-binding peptide 

<4G0> 171 
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Leu Tyr Ala Gin Gin Thr Pro Pro Ser Arg Ser Arg 
1 5 10 

<210> 172 

<211> 16 

<212> PRT 

<2I3> Artificial Sequence 
<220> 

<223> anodisk oeinbrane-binding peptide 

• <400> 172 

Val Tyr Ala Asn Gin Thr Pro Pro Ser Arg Ala Arg Ala Lys Ala Arg 
1 5 10-15 

<210> 173 , 
<211> 20 
<212> PRT 

<213> Arti-ficial Sequence 
<220> 

<223> anodisk membrane-binding peptide 
<400> 173 

Val Tyr Ala Asn Gin Thr Pro Pro Ser Lys Ala Arg Tyr Ala Gin 
15 10 15 

Thr Pro Pro Ser Arg 
20 

<210> 174 
<211> 46 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ ID: 170 
<400> 174 

GATCCTATGC GCAGACTCCG CCTTCTCGGG GTGGAGGTTC GGAGCT 46 

<210> 175 

<211> 38 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Complimentary chain for ssDNA of SEQ ID: 170 

<400> 175 

CCGAACCTCC ACCCCGAGAA GGCGGAGTCT GCGCATAG 38 

<210> 176 
<211> 58 
<212> DNA 
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<213> Artificial Sequence 
' <220> 

<223> Coding chain for peptide of SEQ ID:171 
<400> 176 

GATCCCTCTA TGCGCAACAG ACTCCGCCTT CTCGGTCTCG GGGTGGAGGT TCGGAGCT 58 

<210> 177 

<211> 50 

<212> DNA 

.<213> Artificial Sequence 
<220> 

<223> Conplinentary chain for ssDNA of SEQ ID: 171 

<400> 177 

CCGAACCTCC ACCCCGAGAC CGAGAAGGCG GAGTCTGTTG CGCATAAGAG 50 

<210> 178 
<211> 70 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ ID:1 
<400> 178 

GATCCGTTTA TGCGAATCAG ACTCCGCCTT CTCGCGCACG CGCAAAGGCG CGGGGTGGAG 60 
GTTCGGAGCT 70 

<210> 179 

<211> 62 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Compl ioentary chain for ssDNA of SEQ ID:1 

<400> 179 

CCGAACCTCC ACCCCGCGCC TTTGCGCGTG CGCGAGAAGG CGGAGTCTGA TTCGCATAAA 60 
CG 62 

<210> 180 
<211> 82 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Coding chain for peptide of SEQ ID:1 
<400> 180 

GATCCGTTTA TGCGAATCAG ACTCCGCCTT CTAAGGCGCG GTATGCGCAG ACTCCGCCTT 60 
CTCGGGGTGG AGGTTCGGAG CT 82 
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<210> 181 
'<211> 74 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Compl itnentary chain for ssONA of SEQ ID:1 
<400> 181 

CCGAACCTCC ACCCCGAGAA GGCGGAGTCT GCGCATACCG CGCCTTAGAA GGCGGAGTCT 60 
.GATTCGCATA AACG 74 



